o1
REFERENCES

1. Mantel PY, Hoang AN, Goldowitz I, Potashnikova D, Hamza B, Vorobjev I,
Ghiran 1, Toner M, Irimia D, lvanov AR, et al: Malaria-infected erythrocyte-
derived microvesicles mediate cellular communication within the parasite
population and with the host immune system. Cell Host Microbe 2013, 13:521-

534.

2. Regev-Rudzki N, Wilson DW, Carvalho TG, Sisquella X, Coleman BM, Rug M,
Bursac D, Angrisano F, Gee M, Hill AF, et al: Cell-cell communication between
malaria-infected red blood cells via exosome-like vesicles. Cell 2013, 153:1120-

1133.

3. Abdi A, Yu L, Goulding D, Rono MK, Bejon P, Choudhary J, Rayner J: Proteomic
analysis of extracellular vesicles from a Plasmodium falciparum Kenyan clinical

isolate defines a core parasite secretome. Wellcome Open Res 2017, 2:50.

4. Mantel PY, Hjelmqvist D, Walch M, Kharoubi-Hess S, Nilsson S, Ravel D,
Ribeiro M, Gruring C, Ma S, Padmanabhan P, et al: Infected erythrocyte-derived
extracellular vesicles alter vascular function via regulatory Ago2-miRNA

complexes in malaria. Nat Commun 2016, 7:12727.

5. Sampaio NG, Emery S, Garnham A, Tan QY, Sisquella X, Pimentel MA, Regev-
Rudzki N, Schofield L, Eriksson EM: Extracellular vesicles from early-stage P.
falciparum-infected red blood cells contain PFEMP1 and induce transcriptional

changes in human monocytes. Cellular Microbiology:e12822-n/a.

6. Phillips MA, Burrows JN, Manyando C, van Huijsduijnen RH, Van VVoorhis WC,

Wells TNC: Malaria. 2017, 3:17050.

7. WHO: World Malaria Report. 2017:186.



10.

11.

12.

13.

14.

52

Alao MJ, Gbadoe AD, Meremikwu M, Tshefu A, Tiono AB, Cousin M, Hamed
K: Plasmodium falciparum malaria in infants under 5 kg: retrospective
surveillance of hospital records in five sub-saharan African countries. J Trop

Pediatr 2013, 59:154-159.

White MT, Verity R, Griffin JT, Asante KP, Owusu-Agyei S, Greenwood B,
Drakeley C, Gesase S, Lusingu J, Ansong D, et al: Immunogenicity of the
RTS,S/AS01 malaria vaccine and implications for duration of vaccine efficacy:
secondary analysis of data from a phase 3 randomised controlled trial. Lancet

Infect Dis 2015, 15:1450-1458.

Hill AV: Vaccines against malaria. Philos Trans R Soc Lond B Biol Sci 2011,

366:2806-2814.

Kazmin D, Nakaya HI, Lee EK, Johnson MJ, van der Most R, van den Berg RA,
Ballou WR, Jongert E, Wille-Reece U, Ockenhouse C, et al: Systems analysis of
protective immune responses to RTS,S malaria vaccination in humans. Proc Natl

Acad Sci U S A 2017, 114:2425-2430.

Hott A, Tucker MS, Casandra D, Sparks K, Kyle DE: Fitness of artemisinin-
resistant Plasmodium falciparum in vitro. J Antimicrob Chemother 2015,

70:2787-2796.

Ariey F, Witkowski B, Amaratunga C, Beghain J, Langlois AC, Khim N, Kim S,
Duru V, Bouchier C, Ma L, et al: A molecular marker of artemisinin-resistant

Plasmodium falciparum malaria. Nature 2014, 505:50-55.

Talundzic E, Okoth SA, Congpuong K, Plucinski MM, Morton L, Goldman IF,

Kachur PS, Wongsrichanalai C, Satimai W, Barnwell JW, Udhayakumar V:



15.

16.

17.

18.

19.

20.

21.

22.

53

Selection and spread of artemisinin-resistant alleles in Thailand prior to the global

artemisinin resistance containment campaign. PLoS Pathog 2015, 11:e1004789.

Fairhurst RM: Understanding artemisinin-resistant malaria: what a difference a

year makes. Curr Opin Infect Dis 2015, 28:417-425.

Oddoux O, Debourgogne A, Kantele A, Kocken CH, Jokiranta TS, Vedy S,
Puyhardy JM, Machouart M: Identification of the five human Plasmodium species
including P. knowlesi by real-time polymerase chain reaction. European Journal

of Clinical Microbiology & Infectious Diseases 2011, 30:597-601.

Antinori S, Galimberti L, Milazzo L, Corbellino M: Biology of Human Malaria
Plasmodia Including Plasmodium Knowlesi. Mediterr J Hematol Infect Dis 2012,

4.

Snow RW: Global malaria eradication and the importance of Plasmodium

falciparum epidemiology in Africa. BMC Med 2015, 13:23.

Petersen E, Severini C, Picot S: Plasmodium vivax malaria: a re-emerging threat

for temperate climate zones? Travel Med Infect Dis 2013, 11:51-59.

Langhi DM, Jr., Bordin JO: Duffy blood group and malaria. Hematology 2006,

11:389-398.

Young MD, Eyles DE, Burgess RW, Jeffery GM: Experimental testing of the

immunity of Negroes to Plasmodium vivax. J Parasitol 1955, 41:315-318.

Miller LH, Mason SJ, Clyde DF, McGinniss MH: The resistance factor to
Plasmodium vivax in blacks. The Duffy-blood-group genotype, FyFy. N Engl J

Med 1976, 295:302-304.



23.

24.

25.

26.

217.

28.

29.

30.

54

Gunalan K, Niangaly A, Thera MA, Doumbo OK, Miller LH: Plasmodium vivax
Infections of Duffy-Negative Erythrocytes: Historically Undetected or a Recent

Adaptation? Trends Parasitol 2018, 34:420-429.

Mueller I, Zimmerman PA, Reeder JC: Plasmodium malariae and Plasmodium

ovale--the "bashful” malaria parasites. Trends Parasitol 2007, 23:278-283.

Doderer-Lang C, Atchade PS, Meckert L, Haar E, Perrotey S, Filisetti D,
Aboubacar A, Pfaff AW, Brunet J, Chabi NW, et al: The ears of the African
elephant: unexpected high seroprevalence of Plasmodium ovale and Plasmodium

malariae in healthy populations in Western Africa. Malar J 2014, 13:240.

Sabbatani S, Fiorino S, Manfredi R: The emerging of the fifth malaria parasite
(Plasmodium knowlesi): a public health concern? Braz J Infect Dis 2010, 14:299-

300.

Kantele A, Jokiranta TS: Review of cases with the emerging fifth human malaria

parasite, Plasmodium knowlesi. Clin Infect Dis 2011, 52:1356-1362.

Aly AS, Vaughan AM, Kappe SH: Malaria parasite development in the mosquito

and infection of the mammalian host. Annu Rev Microbiol 2009, 63:195-221.

Yamauchi LM, Coppi A, Snounou G, Sinnis P: Plasmodium sporozoites trickle

out of the injection site. Cell Microbiol 2007, 9:1215-1222.

Stanway RR, Mueller N, Zobiak B, Graewe S, Froehlke U, Zessin PJ,
Aepfelbacher M, Heussler VT: Organelle segregation into Plasmodium liver stage

merozoites. Cell Microbiol 2011, 13:1768-1782.



31.

32.

33.

34.

35.

36.

37.

38.

55

Sturm A, Amino R, van de Sand C, Regen T, Retzlaff S, Rennenberg A, Krueger
A, Pollok JM, Menard R, Heussler VT: Manipulation of host hepatocytes by the

malaria parasite for delivery into liver sinusoids. Science 2006, 313:1287-1290.

Sakaguchi M, Miyazaki N, Fujioka H, Kaneko O, Murata K: Three-dimensional
analysis of morphological changes in the malaria parasite infected red blood cell
by serial block-face scanning electron microscopy. J Struct Biol 2016, 193:162-

171.

Wassmer SC, Taylor TE, Rathod PK, Mishra SK, Mohanty S, Arevalo-Herrera
M, Duraisingh MT, Smith JD: Investigating the Pathogenesis of Severe Malaria:
A Multidisciplinary and Cross-Geographical Approach. Am J Trop Med Hyg

2015, 93:42-56.

Alano P: Plasmodium falciparum gametocytes: still many secrets of a hidden life.

Mol Microbiol 2007, 66:291-302.

Talman AM, Domarle O, McKenzie FE, Ariey F, Robert V: Gametocytogenesis

: the puberty of Plasmodium falciparum. Malaria Journal 2004, 3:24.

Vlachou D, Schlegelmilch T, Runn E, Mendes A, Kafatos FC: The developmental

migration of Plasmodium in mosquitoes. Curr Opin Genet Dev 2006, 16:384-391.

Lew VL: Malaria: endless fascination with merozoite release. Curr Biol 2005,

15:R760-761.

Bannister LH, Mitchell GH: The malaria merozoite, forty years on. Parasitology

2009, 136:1435-1444.



39.

40.

41.

42.

43.

44,

45.

46.

56

Divo AA, Geary TG, Jensen JB, Ginsburg H: The mitochondrion of Plasmodium
falciparum visualized by rhodamine 123 fluorescence. J Protozool 1985, 32:442-

446.

Bannister LH, Hopkins JM, Fowler RE, Krishna S, Mitchell GH: A Brief
Illustrated Guide to the Ultrastructure of Plasmodium falciparum Asexual Blood

Stages. Parasitology Today 2000, 16:427-433.

Kohler S, Delwiche CF, Denny PW, Tilney LG, Webster P, Wilson RJ, Palmer
JD, Roos DS: A plastid of probable green algal origin in Apicomplexan parasites.

Science 1997, 275:1485-14809.

Krungkrai J: The multiple roles of the mitochondrion of the malarial parasite.

Parasitology 2004, 129:511-524.

Kono M, Heincke D, Wilcke L, Wong TW, Bruns C, Herrmann S, Spielmann T,
Gilberger TW: Pellicle formation in the malaria parasite. J Cell Sci 2016, 129:673-

680.

Morrissette NS, Sibley LD: Cytoskeleton of Apicomplexan Parasites. Microbiol

Mol Biol Rev 2002, 66:21-38.

Bannister LH, Hopkins JM, Dluzewski AR, Margos G, Williams IT, Blackman
MJ, Kocken CH, Thomas AW, Mitchell GH: Plasmodium falciparum apical
membrane antigen 1 (PfAMA-1) is translocated within micronemes along
subpellicular microtubules during merozoite development. J Cell Sci 2003,

116:3825-3834.

Counihan NA, Kalanon M, Coppel RL, de Koning-Ward TF: Plasmodium rhoptry

proteins: why order is important. Trends Parasitol 2013, 29:228-236.



47.

48.

49.

50.

51.

52.

53.

54.

57

Zuccala ES, Gout AM, Dekiwadia C, Marapana DS, Angrisano F, Turnbull L,
Riglar DT, Rogers KL, Whitchurch CB, Ralph SA, et al:
Subcompartmentalisation of proteins in the rhoptries correlates with ordered
events of erythrocyte invasion by the blood stage malaria parasite. PLoS One

2012, 7:e46160.

Mercier C, Adjogble KD, Daubener W, Delauw MF: Dense granules: are they key
organelles to help understand the parasitophorous vacuole of all apicomplexa

parasites? Int J Parasitol 2005, 35:829-849.

Culvenor JG, Day KP, Anders RF: Plasmodium falciparum ring-infected
erythrocyte surface antigen is released from merozoite dense granules after

erythrocyte invasion. Infect Immun 1991, 59:1183-1187.

Bannister LH, Hopkins JM, Fowler RE, Krishna S, Mitchell GH: A Brief
lllustrated Guide to the Ultrastructure of <em>Plasmodium falciparum</em>

Asexual Blood Stages. Parasitology Today 2000, 16:427-433.
Bossi D, Giardina B: Red cell physiology. Mol Aspects Med 1996, 17:117-128.

Moxon CA, Grau GE, Craig AG: Malaria: modification of the red blood cell and

consequences in the human host. Br J Haematol 2011, 154:670-679.

Hosseini SM, Feng JJ: How malaria parasites reduce the deformability of infected

red blood cells. Biophys J 2012, 103:1-10.

Ye T, Phan-Thien N, Khoo BC, Lim CT: Stretching and relaxation of malaria-

infected red blood cells. Biophys J 2013, 105:1103-1109.



55.

56.

57.

58.

59.

60.

61.

62.

58

Sherling ES, van Ooij C: Host cell remodeling by pathogens: the exomembrane
system in Plasmodium-infected erythrocytes. FEMS Microbiol Rev 2016, 40:701-

721.

Behari R, Haldar K: Plasmodium falciparum: protein localization along a novel,
lipid-rich tubovesicular membrane network in infected erythrocytes. Exp

Parasitol 1994, 79:250-259.

Mundwiler-Pachlatko E, Beck HP: Maurer's clefts, the enigma of Plasmodium

falciparum. Proc Natl Acad Sci U S A 2013, 110:19987-19994.

Spielmann T, Montagna GN, Hecht L, Matuschewski K: Molecular make-up of
the Plasmodium parasitophorous vacuolar membrane. International Journal of

Medical Microbiology 2012, 302:179-186.

Beck JR, Muralidharan V, Oksman A, Goldberg DE: PTEX component HSP101
mediates export of diverse malaria effectors into host erythrocytes. Nature 2014,

511:592-595.

Tribensky A, Graf AW, Diehl M, Fleck W, Przyborski JM: Trafficking of PfExp1
to the parasitophorous vacuolar membrane of Plasmodium falciparum is

independent of protein folding and the PTEX translocon. Cell Microbiol 2017, 19.

Kalanon M, Bargieri D, Sturm A, Matthews K, Ghosh S, Goodman CD, Thiberge
S, Mollard V, McFadden GI, Menard R, de Koning-Ward TF: The Plasmodium
translocon of exported proteins component EXP2 is critical for establishing a

patent malaria infection in mice. Cell Microbiol 2016, 18:399-412.

Spielmann T, Fergusen DJ, Beck HP: etramps, a new Plasmodium falciparum

gene family coding for developmentally regulated and highly charged membrane



63.

64.

65.

66.

67.

68.

59

proteins located at the parasite-host cell interface. Mol Biol Cell 2003, 14:1529-

1544,

Richard D, Kats LM, Langer C, Black CG, Mitri K, Boddey JA, Cowman AF,
Coppel RL.: Identification of Rhoptry Trafficking Determinants and Evidence for
a Novel Sorting Mechanism in the Malaria Parasite Plasmodium falciparum. PLoS

Pathogens 2009, 5:e1000328.

de Koning-Ward TF, Gilson PR, Boddey JA, Rug M, Smith BJ, Papenfuss AT,
Sanders PR, Lundie RJ, Maier AG, Cowman AF, Crabb BS: A newly discovered

protein export machine in malaria parasites. Nature 2009, 459:945.

Bullen HE, Charnaud SC, Kalanon M, Riglar DT, Dekiwadia C, Kangwanrangsan
N, Torii M, Tsuboi T, Baum J, Ralph SA, et al: Biosynthesis, localization, and
macromolecular arrangement of the Plasmodium falciparum translocon of

exported proteins (PTEX). J Biol Chem 2012, 287:7871-7884.

Rudzinska MA, Trager W, Lewengrub SJ, Gubert E: An electron microscopic
study of Babesia microti invading erythrocytes. Cell Tissue Res 1976, 169:323-

334.

Fawcett D, Musoke A, Voigt W: Interaction of sporozoites of Theileria parva with
bovine lymphocytes in vitro. I. Early events after invasion. Tissue Cell 1984,

16:873-884.

Lauer SA, Rathod PK, Ghori N, Haldar K: A membrane network for nutrient
import in red cells infected with the malaria parasite. Science 1997, 276:1122-

1125.



69.

70.

71.

72.

73.

74.

60

Haeggstrom M, A VONE, Kironde F, Fernandez V, Wahlgren M:
Characterization of Maurer's clefts in Plasmodium falciparum-infected

erythrocytes. Am J Trop Med Hyg 2007, 76:27-32.

McHugh E, Batinovic S, Hanssen E, McMillan PJ, Kenny S, Griffin MDW,
Crawford S, Trenholme KR, Gardiner DL, Dixon MWA, Tilley L: A repeat
sequence domain of the ring-exported protein-1 of Plasmodium falciparum
controls export machinery architecture and virulence protein trafficking. Mol

Microbiol 2015, 98:1101-1114.

Spycher C, Rug M, Pachlatko E, Hanssen E, Ferguson D, Cowman AF, Tilley L,
Beck HP: The Maurer's cleft protein MAHRP1 is essential for trafficking of
PfEMPL to the surface of Plasmodium falciparum-infected erythrocytes. Mol

Microbiol 2008, 68:1300-1314.

Cooke BM, Buckingham DW, Glenister FK, Fernandez KM, Bannister LH, Marti
M, Mohandas N, Coppel RL: A Maurer's cleft-associated protein is essential for
expression of the major malaria virulence antigen on the surface of infected red

blood cells. J Cell Biol 2006, 172:899-908.

Bachmann A, Scholz JAM, Janen M, Klinkert MQ, Tannich E, Bruchhaus I,
Petter M: A comparative study of the localization and membrane topology of
members of the RIFIN, STEVOR and PfMC-2TM protein families in Plasmodium

falciparum-infected erythrocytes. Malar J 2015, 14.

Nilsson S, Angeletti D, Wahlgren M, Chen Q, Moll K: Plasmodium falciparum
Antigen 332 Is a Resident Peripheral Membrane Protein of Maurer's Clefts. PL0S

One 2012, 7.



75.

76.

77.

78.

79.

80.

81.

61

Hodder AN, Maier AG, Rug M, Brown M, Hommel M, Pantic I, Puig-de-
Morales-Marinkovic M, Smith B, Triglia T, Beeson J, Cowman AF: Analysis of
structure and function of the giant protein Pf332 in Plasmodium falciparum. Mol

Microbiol 2008, 71:48-65.

Rug M, Cyrklaff M, Mikkonen A, Lemgruber L, Kuelzer S, Sanchez CP,
Thompson J, Hanssen E, O’Neill M, Langer C, et al: Export of virulence proteins
by malaria-infected erythrocytes involves remodeling of host actin cytoskeleton.

Blood 2014, 124:3459-3468.

Knuepfer E, Rug M, Klonis N, Tilley L, Cowman AF: Trafficking of the major
virulence factor to the surface of transfected P falciparum—infected erythrocytes.

Blood 2005, 105:4078-4087.

Knuepfer E, Rug M, Klonis N, Tilley L, Cowman AF: Trafficking determinants
for PFEMP3 export and assembly under the Plasmodium falciparum-infected red

blood cell membrane. Mol Microbiol 2005, 58:1039-1053.

Przyborski JM, Miller SK, Pfahler JM, Henrich PP, Rohrbach P, Crabb BS,
Lanzer M: Trafficking of STEVOR to the Maurer's clefts in Plasmodium

falciparum-infected erythrocytes. The EMBO Journal 2005, 24:2306-2317.

Hanssen E, Sougrat R, Frankland S, Deed S, Klonis N, Lippincott-Schwartz J,
Tilley L: Electron tomography of the Maurer's cleft organelles of Plasmodium
falciparum-infected erythrocytes reveals novel structural features. Mol Microbiol

2008, 67:703-718.

van der Pol E, Boing AN, Harrison P, Sturk A, Nieuwland R: Classification,
functions, and clinical relevance of extracellular vesicles. Pharmacol Rev 2012,

64:676-705.



82.

83.

84.

85.

86.

87.

88.

89.

90.

91.

62

Chargaff E, West R: The biological significance of the thromboplastic protein of

blood. J Biol Chem 1946, 166:189-197.

Wolf P: The nature and significance of platelet products in human plasma. Br J

Haematol 1967, 13:269-288.

Dalton AJ: Microvesicles and vesicles of multivesicular bodies versus "virus-like"

particles. J Natl Cancer Inst 1975, 54:1137-1148.

Johnstone RM, Adam M, Hammond JR, Orr L, Turbide C: Vesicle formation
during reticulocyte maturation. Association of plasma membrane activities with

released vesicles (exosomes). J Biol Chem 1987, 262:9412-9420.

Le Pecq JB: Dexosomes as a therapeutic cancer vaccine: from bench to bedside.

Blood Cells Mol Dis 2005, 35:129-135.

Meehan B, Rak J, Di Vizio D: Oncosomes — large and small: what are they, where

they came from? J Extracell Vesicles 2016, 5.

Stegmayr B, Ronquist G: Promotive effect on human sperm progressive motility

by prostasomes. Urol Res 1982, 10:253-257.

Raposo G, Stoorvogel W: Extracellular vesicles: exosomes, microvesicles, and

friends. J Cell Biol 2013, 200:373-383.

Gould SJ, Raposo G: As we wait: coping with an imperfect nomenclature for

extracellular vesicles. J Extracell Vesicles 2013, 2.

Théry C, Ostrowski M, Segura E: Membrane vesicles as conveyors of immune

responses. Nature Reviews Immunology 2009, 9:581.



92.

93.

94.

95.

96.

97.

98.

63

Morel O, Jesel L, Freyssinet J-M, Toti F: Cellular Mechanisms Underlying the
Formation of Circulating Microparticles. Arteriosclerosis, Thrombosis, and

Vascular Biology 2011, 31:15-26.

Couper KN, Barnes T, Hafalla JC, Combes V, Ryffel B, Secher T, Grau GE, Riley
EM, de Souza JB: Parasite-derived plasma microparticles contribute significantly
to malaria infection-induced inflammation through potent macrophage

stimulation. PLoS Pathog 2010, 6:e1000744.

Martin-Jaular L, Nakayasu ES, Ferrer M, Almeida IC, Del Portillo HA: Exosomes
from Plasmodium yoelii-infected reticulocytes protect mice from lethal

infections. PLoS One 2011, 6:e26588.

Nantakomol D, Dondorp AM, Krudsood S, Udomsangpetch R, Pattanapanyasat
K, Combes V, Grau GE, White NJ, Viriyavejakul P, Day NP, Chotivanich K:
Circulating red cell-derived microparticles in human malaria. J Infect Dis 2011,

203:700-706.

Bhat AA, Seth RK, Babu J, Biswas S, Rao DN: Induction of mucosal and systemic
humoral immune responses in murine system by intranasal immunization with
peptide antigens of P. vivax and CpG oligodeoxynucleotide (ODN) in

microparticle delivery. Int Immunopharmacol 2009, 9:1197-1208.

Bhat AA, Seth RK, Kumar S, Ali R, Mohan T, Biswas S, Rao DN: Induction of
cell-mediated immune responses to peptide antigens of P. vivax in microparticles

using intranasal immunization. Immunol Invest 2010, 39:483-499.

Dinglasan RR, Armistead JS, Nyland JF, Jiang X, Mao HQ: Single-dose
microparticle delivery of a malaria transmission-blocking vaccine elicits a long-

lasting functional antibody response. Curr Mol Med 2013, 13:479-487.



99.

100.

101.

102.

103.

104.

105.

64

Bai X, Findlow J, Borrow R: Recombinant protein meningococcal serogroup B
vaccine combined with outer membrane vesicles. Expert Opin Biol Ther 2011,

11:969-985.

Martin NG, Snape MD: A multicomponent serogroup B meningococcal vaccine
is licensed for use in Europe: what do we know, and what are we yet to learn?

Expert Rev Vaccines 2013, 12:837-858.

Sisquella X, Ofir-Birin Y, Pimentel MA, Cheng L, Abou Karam P, Sampaio NG,
Penington JS, Connolly D, Giladi T, Scicluna BJ, et al: Malaria parasite DNA-
harbouring vesicles activate cytosolic immune sensors. Nature Communications

2017, 8:1985.

Montes de Oca M, Kumar R, Rivera FL, Amante FH, Sheel M, Faleiro RJ, Bunn
PT, Best SE, Beattie L, Ng SS, et al: Type | Interferons Regulate Immune
Responses in Humans with Blood-Stage Plasmodium falciparum Infection. Cell

Rep 2016, 17:399-412.

Babatunde KA, Walch M, Fellay I, Kharoubi-Hess S, Filgueira L, Ghiran I,
Mantel P-Y: Malaria derived extracellular vesicles influence human neutrophils

function. The FASEB Journal 2017, 31:391.392.

Scott JA, Berkley JA, Mwangi I, Ochola L, Uyoga S, Macharia A, Ndila C, Lowe
BS, Mwarumba S, Bauni E, et al: Relation between falciparum malaria and
bacteraemia in Kenyan children: a population-based, case-control study and a

longitudinal study. Lancet 2011, 378:1316-1323.

Martin-Jaular L, de Menezes-Neto A, Monguio-Tortajada M, Elizalde-Torrent A,
Diaz-Varela M, Fernandez-Becerra C, Borras FE, Montoya M, Del Portillo HA:

Spleen-Dependent Immune Protection Elicited by CpG Adjuvanted Reticulocyte-



106.

107.

108.

109.

110.

111.

112.

65

Derived Exosomes from Malaria Infection Is Associated with Changes in T cell

Subsets' Distribution. Front Cell Dev Biol 2016, 4:131.

Rivkin A, Ben-Hur S, Regev-Rudzki N: Malaria Parasites Distribute Subversive

Messages across Enemy Lines. Trends in Parasitology, 33:2-4.

Gulati S, Ekland Eric H, Ruggles Kelly V, Chan Robin B, Jayabalasingham B,
Zhou B, Mantel P-Y, Lee Marcus CS, Spottiswoode N, Coburn-Flynn O, et al:
Profiling the Essential Nature of Lipid Metabolism in Asexual Blood and
Gametocyte Stages of Plasmodium falciparum. Cell Host & Microbe 2015,

18:371-381.

Maceyka M, Spiegel S: Sphingolipid metabolites in inflammatory disease. Nature

2014, 510:58.

Inokuchi JI, Nagafuku M, Ohno I, Suzuki A: Distinct selectivity of gangliosides
required for CD4+ T and CD8+ T cell activation. Biochimica et Biophysica Acta

- Molecular and Cell Biology of Lipids 2015, 1851:98-106.

Babatunde KA, Mbagwu S, Hernandez-Castafieda MA, Adapa SR, Walch M,
Filgueira L, Falquet L, Jiang RHY, Ghiran I, Mantel P-Y: Malaria infected red
blood cells release small regulatory RNAs through extracellular vesicles.

Scientific Reports 2018, 8:884.

Ponts N, Chung D-WD, Le Roch KG: Strand-Specific RNA-seq Applied to
Malaria Samples. In RNA Abundance Analysis: Methods and Protocols. Edited

by Jin H, Gassmann W. Totowa, NJ: Humana Press; 2012: 59-73

FastQC: a quality control tool for high throughput sequence data

[http://www.bioinformatics.babraham.ac.uk/projects/fastqc]



http://www.bioinformatics.babraham.ac.uk/projects/fastqc

113.

114.

115.

116.

117.

118.

119.

120.

121.

66

Langmead B, Salzberg SL: Fast gapped-read alignment with Bowtie 2. Nature

Methods 2012, 9:357.

Kim D, Langmead B, Salzberg SL: HISAT: a fast spliced aligner with low

memory requirements. Nature Methods 2015, 12:357.

Logan-Klumpler FJ, De Silva N, Boehme U, Rogers MB, Velarde G, McQuillan
JA, Carver T, Aslett M, Olsen C, Subramanian S, et al: GeneDB--an annotation

database for pathogens. Nucleic acids research 2012, 40:D98-108.

Lopez-Barragan MJ, Lemieux J, Quifiones M, Williamson KC, Molina-Cruz A,
Cui K, Barillas-Mury C, Zhao K, Su X-z: Directional gene expression and
antisense transcripts in sexual and asexual stages of Plasmodium falciparum. In

BMC genomics, vol. 12. pp. 5872011:587.

Li H, Handsaker B, Wysoker A, Fennell T, Ruan J, Homer N, Marth G, Abecasis
G, Durbin R: The Sequence Alignment/Map format and SAMtools.

Bioinformatics 2009, 25:2078-2079.

Li B, Dewey CN: RSEM: accurate transcript quantification from RNA-Seq data

with or without a reference genome. BMC Bioinformatics 2011, 12:323-323.

Wang L, Wang S, Li W: RSeQC: quality control of RNA-seq experiments.

Bioinformatics 2012, 28:2184-2185.

Robinson JT, Thorvaldsdéttir H, Winckler W, Guttman M, Lander ES, Getz G,

Mesirov JP: Integrative genomics viewer. Nature Biotechnology 2011, 29:24.

Pertea M, Pertea GM, Antonescu CM, Chang T-C, Mendell JT, Salzberg SL.:
StringTie enables improved reconstruction of a transcriptome from RNA-seq

reads. Nature Biotechnology 2015, 33:290.



122.

123.

124.

125.

126.

127.

128.

129.

67

Yip SH WP, Kocher J, Sham PC, Wang J: Linnorm: Linear model and normality
based transformation method (Linnorm). R package version 2.4.0,

http://www.jjwanglab.org/Linnorm/. . 2018.

McCarthy DJ, Chen Y, Smyth GK: Differential expression analysis of multifactor
RNA-Seq experiments with respect to biological variation. Nucleic Acids Res

2012, 40:4288-4297.

Ashburner M, Ball CA, Blake JA, Botstein D, Butler H, Cherry JM, Davis AP,
Dolinski K, Dwight SS, Eppig JT, et al: Gene ontology: tool for the unification of

biology. The Gene Ontology Consortium. Nat Genet 2000, 25:25-29.

Yu G, Wang L-G, Han Y, He Q-Y: clusterProfiler: an R Package for Comparing
Biological Themes Among Gene Clusters. OMICS: A Journal of Integrative

Biology 2012, 16:284-287.

M C: org.Pf.plasmo.db: Genome wide annotation for Malaria. R package version

3.6.0. . 2018.

Raposo G, Stoorvogel W: Extracellular vesicles: Exosomes, microvesicles, and

friends. The Journal of Cell Biology 2013, 200:373-383.

Lasser C, Eldh M, Létvall J: Isolation and Characterization of RNA-Containing

Exosomes. Journal of Visualized Experiments : JoVE 2012:3037.

Valadi H, Ekstrom K, Bossios A, Sjostrand M, Lee JJ, Lotvall JO: Exosome-
mediated transfer of MRNAs and microRNAs is a novel mechanism of genetic

exchange between cells. Nat Cell Biol 2007, 9:654-659.


http://www.jjwanglab.org/Linnorm/

130.

131.

132.

133.

134.

135.

136.

68

Autino B, Corbett Y, Castelli F, Taramelli D: Pathogenesis of Malaria in Tissues
and Blood. Mediterranean Journal of Hematology and Infectious Diseases 2012,

4:¢2012061.

Callebaut I, Prat K, Meurice E, Mornon J-P, Tomavo S: Prediction of the general
transcription factors associated with RNA polymerase Il in Plasmodium
falciparum: conserved features and differences relative to other eukaryotes. BMC

Genomics 2005, 6:100.

Mahboubi H, Seganathy E, Kong D, Stochaj U: Identification of Novel Stress
Granule Components That Are Involved in Nuclear Transport. PLOS ONE 2013,

8:668356.

Dzikowski R, Templeton TJ, Deitsch K: Variant antigen gene expression in

malaria. Cellular Microbiology 2006, 8:1371-1381.

Silvestrini F, Lasonder E, Olivieri A, Camarda G, van Schaijk B, Sanchez M,
Younis Younis S, Sauerwein R, Alano P: Protein Export Marks the Early Phase
of Gametocytogenesis of the Human Malaria Parasite <em>Plasmodium

falciparum</em>. Molecular &amp; Cellular Proteomics 2010, 9:1437-1448.

Tibarcio M, Dixon MWA, Looker O, Younis SY, Tilley L, Alano P: Specific
expression and export of the Plasmodium falciparum Gametocyte EXported

Protein-5 marks the gametocyte ring stage. Malaria Journal 2015, 14:334.

Ding S-I, Shen C-Y: Model of human aging: Recent findings on Werner’s and
Hutchinson-Gilford progeria syndromes. Clinical Interventions in Aging 2008,

3:431-444.



137.

138.

139.

140.

141.

142.

143.

69

Guizetti J, Barcons-Simon A, Scherf A: Trans-acting GC-rich non-coding RNA
at var expression site modulates gene counting in malaria parasite. Nucleic Acids

Research 2016, 44:9710-9718.

Painter HJ, Campbell TL, Llinas M: The Apicomplexan AP2 family: integral
factors regulating Plasmodium development. Mol Biochem Parasitol 2011, 176:1-

7.

Kent RS, Modrzynska KK, Cameron R, Philip N, Billker O, Waters AP: Inducible
developmental reprogramming redefines commitment to sexual development in

the malaria parasite Plasmodium berghei. Nature Microbiology 2018.

Sinha A, Hughes KR, Modrzynska KK, Otto TD, Pfander C, Dickens NJ, Religa
AA, Bushell E, Graham AL, Cameron R, et al: A cascade of DNA-binding
proteins for sexual commitment and development in Plasmodium. Nature 2014,

507:253.

Shrestha S, Li X, Ning G, Miao J, Cui L: The RNA-binding protein Pufl functions
in the maintenance of gametocytes in <em>Plasmodium falciparum</em>.

Journal of Cell Science 2016, 129:3144-3152.

McLean KJ, Jacobs-Lorena M: <em>Plasmodium falciparum Mafl</em>

Confers Survival upon Amino Acid Starvation. mBio 2017, 8.

Sampaio NG, Cheng L, Eriksson EM: The role of extracellular vesicles in malaria

biology and pathogenesis. Malar J 2017, 16:245.



